Structural aspects of transmembrane alpha-helices.
Integral membrane proteins have recently moved to center stage in structural biology, partly as a result of the realization that a large number of widely used drugs are targeted to membrane proteins. 3D structure determination of membrane proteins is, however, exceedingly difficult, and alternative means of obtaining structurally relevant information must be sought. In this short communication, a new way to study the conformation and membrane localization of a single transmembrane protein segment--glycosylation mapping--is introduced.